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SNP
Chr15: 61,113,214

SNP
Chr15: 89,868,948

AACACNACCAG AACACNACCAG AACACTACCAG AACACNACCAG AACACNACCAG

TGTCANGATGG TGTCANGATGG TGTCACGATGG TGTCANGATGG TGTCANGATGG



Supplementary Figure 6

(A) (B)
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chr15: 61105068-61105145 
chr15: 89889434-89889783

CCAGAAGGGGCATGTCCTATCATTGTAATAAAAAAGGACACTGC
CAGTTTCTGAACTATAGTGACACCACCAAGGCAACGGTAGATGT
GGCTGAGAGCCCTGCCCTTGAGCCTTTTGGCTTGAGGCTTCATG
CCAGCATCCACGGAGGCACAGCTTCAGGGTCCCTGGTGGCCCAG
CCACTGGGCAAGAGAGGATGCTCTTTTCCATCCCTGGGTCTGGC
TAGAGGCCCTGGAGGGAGTCAGGGTCCTTGCCAAAGAGCAGCAG
AGCCTGCCGTGAAGTGAAGGCTTCTGAAAGAAATGAGTCTGAAT
CCTGGCTCCACCTGTCCAAACTGTGTGACCTTAAGCAAATTACA
AGGGAGCTTGCTGTGCCTCAGCATCCTTGTCTCTATAATGGGAA
GGTGATAGCCTCATAGGGGGCTTGTGAGGTTT

CCAGAAGGGGCATGTCCTATCATTGTAATAAAAAAGGACACTGC
CAGTTTCTGAACTATAGTGACACCACCAAGGCAACGGGACCGGT
AGATGTGGCTGAGAGCCCTGCCCTTGAGCCTTTTGGCTTGAGGC
TTCATGCCAGCATCCACGGAGGCACAGCTTCAGGGTCCCTGGTG
GCCCAGCCACTGGGCAAGAGAGGATGCTCTTTTCCATCCCTGGG
TCTGGCTAGAGGCCCTGGAGGGAGTCAGGGTCCTTGCCAAAGAG
CAGCAGAGCCTGCCGTGAAGTGAAGGCTTCTGAAAGAAATGAGT
CTGAATCCTGGCTCCACCTGTCCAAACTGTGTGACCTTAAGCAA
ATTACAAGGGAGCTTGCTGTGCCTCAGCATCCTTGTCTCTATAA
TGGGAAGGTGATAGCCTCATAGGGGGCTTGTGAGGTTT

chr15: 61105068-61105151 
chr15: 89889434-89889783

Deletion PCR

chr15: 61,105,137-89,889,429 

gRNA1 gRNA3
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