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NLRP3 inflammasome activation contributes to VSMC
phenotypic transformation and proliferation in
hypertension

Hai-Jian Sun'?, Xing-Sheng Ren', Xiao-Qing Xiong', Yun-Zhi Chen', Ming-Xia Zhao', Jue-Jin Wang', Ye-Bo Zhou', Ying Han',
Qi Chen®, Yue-Hua Li%, Yu-Ming Kang* and Guo-Qing Zhu*'?

Inflammation is involved in pathogenesis of hypertension. NLRP3 inflammasome activation is a powerful mediator of inflammatory
response via caspase-1 activation. The present study was designed to determine the roles and mechanisms of NLRP3
inflammasome in phenotypic modulation and proliferation of vascular smooth muscle cells (VSMCs) in hypertension. Experiments
were conducted in spontaneously hypertensive rats (SHR) and primary aortic VSMCs. NLRP3 inflammasome activation was
observed in the media of aorta in SHR and in the VSMCs from SHR. Knockdown of NLRP3 inhibited inflammasome activation,
VSMC phenotypic transformation and proliferation in SHR-derived VSMCs. Increased NFxB activation, histone acetylation and
histone acetyltransferase expression were observed in SHR-derived VSMCs and in media of aorta in SHR. Chromatin
immunoprecipitation analysis revealed the increased histone acetylation, p65-NFxB and Pol Il occupancy at the NLRP3 promoter
in vivo and in vitro. Inhibition of NFxB with BAY11-7082 or inhibition of histone acetyltransferase with curcumin prevented the
NLRP3 inflammasome activation, VSMC phenotype switching and proliferation in VSMCs from SHR. Moreover, curcumin repressed
NFxB activation. Silencing of NLRP3 gene ameliorated hypertension, vascular remodeling, NLRP3 inflammasome activation and
phenotype switching in the aorta of SHR. These results indicate that NLRP3 inflammasome activation response to histone
acetylation and NFxB activation contributes to VSMC phenotype switching and proliferation and vascular remodeling in

hypertension.
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Vascular smooth muscle cells (VSMCs) are a dominant
cellular constituent of arteries and a critical determinant of
vascular disease.! Differentiation and dedifferentiation of
VSMCs are essential processes of vascular development.?
Unlike skeletal muscle cells and cardiocytes with terminally
differentiated feature, VSMCs may preserve phenotype
alterations from a differentiated phenotype (contractile phe-
notype) to a dedifferentiated phenotype (synthetic phenotype)
in response to various stimuli.® The phenotypic transformation
from differentiated to dedifferentiated VSMCs is involved in
reduced expression of contractile proteins, and increased
production of extracellular matrix and expression of inflam-
matory cytokines.* It serves as a major initiating factor for
vascular remodeling in several cardiovascular diseases such
as atherosclerosis, hypertension, vascular stenosis and
diabetic vascular complications.®

Chronic vascular inflammation is an important event in the
initiation, development and progression of cardiovascular
diseases including hypertension, atherosclerosis and abdom-
inal aortic aneurysm.>~” The low-grade inflammation has
been proposed to play a key role in humans and experi-
mental models during the development of hypertension.®°
Nucleotide-binding oligomerization domain-like receptor

protein 3 (NLRP3) inflammasome is a cytosolic complex for
early inflammatory responses. It contains NLRP3, apoptosis-
associated speck-like protein containing a caspase recruit-
ment domain (ASC) and caspase-1. On activation, NLRP3
forms a complex with its adaptor ASC, which facilitates the
conversion of procaspase-1 to active caspase-1. The acti-
vated caspase-1 processes pro-interleukin (IL)-18 into its
mature form IL-18 and thus triggers an inflammatory
response.'® NLRP3 inflammasome is involved in the patho-
genesis of a wide variety of diseases, including atherosclero-
sis, heart failure, metabolic syndrome, diabetic nephropathy,
Alzheimer's disease and diabetes.'~'® There is evidence that
circulating and vascular levels of pro-inflammatory cytokine
IL-18 and IL-18 are elevated in hypertension.14 However, it is
not known whether NLRP3 inflammasome is activated in the
VSMCs of spontaneously hypertensive rats (SHR), and
whether the inflammasome activation contributes to VSMC
phenotypic transformation and proliferation as well as vascular
remodeling in hypertension. Moreover, the upstream mechan-
ism of NLRP3 inflammasome activation in SHR is still
unknown. The present study was designed to investigate the
roles and mechanisms of NLRP3 inflammasome activation in
VSMC phenotypic transformation and vascular remodeling in
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Figure 1

NLRP3 inflammasome activation and phenotypic transformation in the aortic media of WKY and SHR. (a) Immunofluorescence double staining showing the overlap

of NLRP3 (red) and SM-« actin (green) in aorta. Nuclei were stained by DAPI (blue). (b) Relative mRNA levels of NLRP3, ASC, caspase-1 and IL-1/ in media of aorta. (c) Relative
protein expressions of NLRP3, ASC, procaspase-1, caspase-1, pro-IL-14 and IL-1/3 in media of aorta. (d) Ratio of caspase-1 to procaspase-1 and ratio of IL-1/3 to pro-IL-15.
(e) IL-15 levels measured with enzyme-linked immunosorbent assay. (f) Expressions of synthetic protein (OPN) and contractile proteins (e-SMA, SM22a) in media of aorta.

Values are mean + S.E. *P<0.05 versus WKY. n=6

SHR. Furthermore, the effects of NLRP3 gene silencing on
hypertension and vascular remodeling were investigated
in SHR.

Results

NLRP3 inflammasome activation and phenotypic trans-
formation in rat. Immunofluorescence double staining
showed that NLRP3 immunoreactivity in aortic media was
increased in SHR compared with WKY (Figure 1a). The
mRNA levels of NLRP3, ASC, caspase-1 and IL-1 in aortic
media were increased in SHR compared with those in WKY
(Figure 1b). The protein levels of NLRP3, ASC, procaspase-1,
caspase-1, pro- IL-18 and mature IL-1 in aortic media were
upregulated in SHR (Figure 1c). The NLRP3 inflammasome
activation was further confirmed by the increased ratio of
caspase-1 to procaspase-1 and the ratio of IL-18 to pro-IL-13
(Figure 1d) as well as the increased IL-18 levels in aortic
media in SHR (Figure 1e). VSMC phenotypic transformation
is characterized by an increase in synthetic protein including
OPN and a reduction in contractile proteins such as a-smooth
muscle actin (a-SMA) and smooth muscle 22a (SM22a) in
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hypertension.’™'® Contractile proteins a-SMA and SM22a
were downregulated, while synthetic protein osteopontin
(OPN) were upregulated, indicating phenotypic transformation
in aortic media of SHR (Figure 1f).

Effects of NLRP3 knockdown in VSMCs. The efficiency of
NLRP3 knockdown with shRNA was confirmed by reduced
NLRP3 expression in VSMCs of SHR (Supplementary
Figure S1). NLRP3 knockdown attenuated the upregulation
of NLRP3, caspase-1 and IL-1 protein expressions, but had
no significant effects on procaspase-1 and pro-IL-18 in
VSMCs from SHR (Figure 2a). Caspase-1 activity was
increased in SHR, which was prevented by NLRP3 knock-
down (Supplementary Figure S2A). NLRP3 knockdown
prevented the increases in the ratio of caspase-1 to
procaspase-1 and the ratio of IL-18 to pro-IL-18 (Figure 2b).
VSMC phenotypic transformation in SHR was rescued by the
NLRP3 partial deletion with shRNA (Figure 2c). NLRP3
knockdown prevented the increased proliferative capacity in
VSMCs from SHR, evidenced by the reduced number of
5-ethynyl-2’-deoxyuridine (EdU)-positive cells (Figures 2d
and e), absorbance (Figure 2f) and PCNA expression
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Figure 2 Effects of NLRP3 knockdown on NLRP3 inflammasome activation, phenotypic transformation and proliferation in VSMCs from aortas of WKY and SHR. NLRP3
knockdown was conducted with shRNA (1 x 107 infectious units for 48 h). (a) Relative protein expressions of NLRP3, procaspase-1, caspase-1, pro-IL-14 and IL-14. (b) Ratio of
caspase-1 to procaspase-1 and ratio of IL-1/ to pro-IL-17. (c) Relative protein expressions of OPN, a-SMA and SM22q. (d) Representative images showing EdU-positive cells
measured with Edu incorporation assay. Blue fluorescence shows cell nuclei and green fluorescence stands for cells with DNA synthesis. () Bar graph showing the percentage of
EdU-positive cells. (f) VSMC proliferation was evaluated with changes of absorbance measured with CCK-8 kits. Values are mean + S.E. *P<0.05 versus WKY; TP<0.05

versus PBS or Scrambled (Scr)-shRNA. n=6

(Supplementary Figure S2B). On the other hand, Ang Il plays
an important roles in vascular inflammation.'” Blockage of
ATy receptors with losartan attenuated but could not
abolished the NLRP3 inflammasome activation in VSMCs
from aortas of SHR (Supplementary Figures S3A and B),
suggesting that activation of AT; receptors only partially
contributed the NLRP3 inflammasome activation in SHR.

Analysis of promoter region of NLRP3 in VSMCs. Luci-
ferase activity derived from series of deletion mutants of
NLRP3 promoter constructs was examined to determine the
primary promoter region of NLRP3 in VSMCs. The luciferase
activity in full-length promoter region of NLRP3 gene was
higher in VSMCs from SHR than those from WKY. The

NLRP3 transcription was activated only when a small region
(-594 to —294) is preserved in SHR-derived VSMCs
(Figure 3a). According to the Promoter Scan from the
Bioinformatics and Molecular Analysis Section (BIMAS) of
NIH, a promoter finding and analysis program on the internet
(http://www-bimas.cit.nih.gov/molbio/proscan/), the putative
NFkB-binding sites may be present within the region from
—594 to —294 bp in the NLRP3 promoter.

NFkB signaling in VSMCs. The levels of p65-NFkB in
nucleus (Figure 3b) and the activity of NFkB luciferase
reporter gene (Figure 3c) were increased in SHR-derived
VSMCs. Chromatin immunoprecipitation (ChIP) analysis
showed that the bindings of p65-NFkB to the NLRP3
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Figure 3

Identification of the region of NLRP3 promoter for NLRP3 induction and evaluation of the expression and activity of NFxB in hypertension. (a) Relative luciferase

activity derived from series of deletion mutants of NLRP3 promoter constructs in VSMCs. (b) Relative protein expressions of p65-NF«xB expression in nucleus of VSMCs.
(c) Relative luciferase activity after VSMCs were transfected with NF«B luciferase reporter gene for 48 h. (d) Relative quantitation of precipitated DNA determined with chromatin

immunoprecipitation analysis. Values are mean + S.E. *P<0.05 versus WKY. n=6

promoter were increased in SHR-derived VSMCs (Figure 3d).
These results suggest that NFkB signaling in VSMCs is
activated in SHR. Thus, an NF«B inhibitor BAY11-7082 was
used to determine whether NF«kB signaling in VSMCs would
contribute to NLRP3 inflammasome activation and pheno-
typic transformation in hypertension. BAY11-7082 almost
normalized the increased NLRP3, caspase-1, pro-IL-18 and
IL-18 expressions (Figure 4a) and caspase-1 activity
(Supplementary Figure S4A), but no significant effects on
procaspase-1 expression in SHR-derived VSMCs. It pre-
vented the increased ratio of caspase-1 to procaspase-1 and
IL-18 to pro-IL-18 (Figure 4b), as well as the phenotypic
transformation in VSMCs of SHR (Figure 4c). Inhibiting NF«xB
attenuated VSMC proliferation in VSMCs from SHR, indi-
cated by the reduced number of EdU-positive cells
(Figures 4d and e), absorbance (Figure 4f) and PCNA
expression (Supplementary Figure S4B).

Histone acetylation in VSMCs. Histone acetylation is
identified as a stimulator for NFkB activation.'® ChIP analysis
revealed that acetyl histone H3 modification and Pol I
occupancy at the NLRP3 promoter were increased in VSMCs
from SHR (Figure 5a). VSMCs from SHR showed an
upregulated histone acetyltransferase (HAT) including
EP300-binding protein (p300) and CREB-binding protein
(CBP) in SHR-derived VSMCs (Figure 5b). Curcumin, an
inhibitor of histone acetyltransferases, suppressed the
increased HAT activity (Figure 5c), histone modifications of
acetylation in histone H3 (Figure 5d) and NFkB activation
(Figure 5e) in SHR-derived VSMCs. Curcumin suppressed
the upregulation of NLRP3, caspase-1, pro-IL-18 and IL-13
proteins (Figure 6a), the increased ratio of caspase-1 to
procaspase-1 and IL-18 to pro-IL-18 (Figure 6b), as well as
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the enhanced caspase-1 activity (Supplementary
Figure S5A), but had no significant effect on procaspase-1
expression (Figure 6a) in SHR-derived VSMCs. Moreover,
curcumin attenuated the VSMC phenotypic transformation
(Figure 6c¢), and prevented proliferation, evidenced by the
reduced number of EdU-positive cells (Figures 6d and e),
absorbance  (Figure 6f) and PCNA expression
(Supplementary Figure S5B) in VSMCs from SHR.

Histone acetylation, NFkB-p65 expression and NLRP3
promoter complexes in rats. In light of the above-
mentioned studies in vitro, we conclude that histone acetyla-
tion contributes to NLRP3 inflammasome activation via NFxB
in VSMCs of SHR. Thus, the histone acetylation and NFkB
activation in aortic media of WKY and SHR were further
examined. Similarly, the acetylation at lysine 9 of histone 3
(H3K9ac), the CBP and P300 expression of histone
acetyltransferase and the p65-NFkB expression in nucleus
were increased in the aortic media of SHR compared with
that of WKY (Supplementary Figure S6). ChIP analysis
confirmed the enrichment of acetyl histone H3 modification
p65 and Pol Il within the NLRP3 promoter in the aortic media
of SHR (Supplementary Figure S7).

Effects of HAT inhibition on vascular remodeling in
SHR. Intragastric administration of curcumin for 2 weeks
was used to evaluate the effects of HAT inhibition on vascular
remodeling in SHR. Curcumin had no significant effect on the
number of EdU-positive cells and the PCNA protein
expression in aortic media of WKY, but reduced the number
of EdU-positive cells (Figures 7a and b) and the PCNA
protein expression (Figure 7c) in aortic media of WKY.
Furthermore, curcumin reduced the media thickness and the
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Figure 4 Effects of a NF«B inhibitor BAY11-7082 (10 1M for 48 h) on NLRP3 inflammasome activation, phenotypic transformation and proliferation in VSMCs from aortas of
WKYand SHR. (a) Relative protein expressions of NLRP3, procaspase-1, caspase-1, pro-IL-15 and IL-17. (b) Ratio of caspase-1 to procaspase-1 and ratio of IL-1/3 to pro-IL-15.
(c) Relative protein expressions of OPN, a-SMA and SM22a. (d) Representative images showing EdU-positive cells measured with Edu incorporation assay. Blue fluorescence
shows cell nuclei and green fluorescence stands for cells with DNA synthesis. () Bar graph showing the percentage of EdU-positive cells. (f) VSMC proliferation was evaluated
with changes of absorbance measured with CCK-8 kits. Values are mean + S.E. *P<0.05 versus WKY; TP<0.05 versus PBS or Vehicle. n=6

ratio of media thickness to lumen diameter in aorta of SHR
(Figures 7d and e).

Effects of NLRP3 gene silencing on vascular remodeling
in SHR. Adenovirus harboring shRNA against NLRP3 was
intravenously administered to assess the therapeutical
effects of NLRP3 knockdown on vascular remodeling in
SHR. NLRP3 protein in aortic media was upregulated in
SHR, which was reduced by the NLRP3-shRNA introduction,
peaking at 2 weeks after intervention (Supplementary
Figure S8A). NLRP3-shRNA reduced blood pressure in
SHR, but not in WKY. However, it had no significant effect

on heart rate (Supplementary Figure S8B). NLRP3-shRNA
not only downregulated the NLRP3 protein, but also the
procaspase-1, caspase-1, pro-IL-18 and IL-18 protein
expressions in SHR (Figure 8a). Moreover, knockdown of
NLRP3 reduced the ratio of caspase-1 to procaspase-1 and
IL-18 to pro-IL-183 (Figure 8b), as well as the IL-18 levels
(Figure 8c). The upregulated synthetic protein OPN and the
downregulated contractile proteins a-SMA and SM22a in
SHR were reduced by NLRP3-shRNA intervention, suggest-
ing that NLRP3 knockdown attenuates VSMC phenotypic
transformation (Figure 8d). On the other hand, the prolifera-
tion of vascular smooth in SHR was inhibited by NLRP3

Cell Death and Disease
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knockdown, evidenced by the reduced PCNA expression
(Figure 8d) and the reduced EdU-positive cells (Figures 8e
and f). Importantly, NLRP3 gene silencing reduced the media
thickness and the ratio of media thickness to lumen diameter
in the aorta of SHR (Figures 8g and h).

Discussion

Vascular inflammation is considered to play a critical role in
vascular remodeling in several vascular diseases such as
hypertension and atherosclerosis.>®° Plasma IL-18 level was
increased in stroke-prone SHR'® and renovascular hyperten-
sive rats.?° IL-18 accelerated the onset of stroke concomitant
with severe hypertension,’® and stimulated the VSMC
proliferation.?! The present study provides new insights that
NLRP3 inflammasome activation contributes to the VSMC
phenotypic transformation, proliferation and vascular remo-
deling in SHR. Excessive histone H3 acetylation facilitates
NF«B transactivation, and increased NF«B and Pol Il binding
to the NLRP3-promoter region, and then stimulates NLRP3
inflammasome activation. Inhibition of histone acetyltrans-
ferases or knockdown of NLRP3 attenuates NLRP3 inflam-
masome activation and vascular remodeling in SHR.
Deregulation of VSMC phenotypic transformation is respon-
sible for the development and progression of hypertension and
its related vascular pathologies.?? NLRP3 inflammasome is
important for caspase-1 activation and IL-18 release.'%2324 |n
the present study, NLRP3 activation, inflammation and
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phenotypic transformation were found in the SHR, which were
attenuated by NLRP3 knockdown in SHR-derived VSMCs, or
by NLRP3 gene silencing in the aortic media of SHR. Both
in vivo and in vitro studies showed that the NLRP3 is critical in
the development of vascular inflammation and VSMC pheno-
typic transformation in hypertension. NLRP3 may be a critical
target for attenuation of chronic vascular inflammation in
hypertension.

NLRP3 inflammasome can be activated by a wide range of
danger signals that derive not only from microorganisms but
also from a variety of signals and metabolic dysregulation such
as Ca®* signaling, reactive oxygen species (ROS), nitric oxide
(NO), Ang Il, endoplasmic reticulum stress and mitochondrial
dysfunction.?>2® However, the mechanisms of NLRP3 inflam-
masome activation in hypertension are not well known. Ang Il
is important in inducing vascular inflammation.’ NLRP3
inflammasome activation is involved in Ang ll-induced kidney
damage.?” We found that AT; receptor activation in the
VSMCs only played a partially role in the NLRP3 inflamma-
some activation in the SHR. NF«B is known to a necessary
prerequisite for NLRP3 inflammasome activation in primary
hepatocytes.?® Inhibition of NFkB reduced the expression of
NLRP3 inflammasome in peripheral blood mononuclear
cells.?® In the present study, NFkB signal was activated, and
the region from — 594 to — 294 bp in the NLRP3 promoter was
mainly responsible for NLRP3 expression in SHR-derived
VSMCs. Inhibition of NFkB prevented the NLRP3 inflamma-
some activation, phenotypic transformation and proliferation in
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VSMCs from SHR. These findings revealed that the sustained
transcriptional activity of NLRP3 was dependent on the
enhanced binding of transcriptional factors NF«kB to the
NLRP3 promoter in hypertension. NFkB activation is critical
for NLRP3 inflammasome activation, phenotypic transforma-
tion and proliferation in VSMCs from SHR.

Epigenetic modifications have been considered as key con-
tributors to control targeted gene expression in both physiolo-
gical and pathophysiological conditions. Histone acetylation

via histone acetyltransferase CBP/p300 contributes to active
transcription via rendering gene promoters more accessible
to the transcription machinery. Acetylation of histone H3
and p300 was involved in the platelet-derived growth
factor-BB-mediated VSMC proliferation.>° Post-translational
modifications such as acetylation of histone H3 augmented p65
activity.®" We found that the bindings of histone acetylation, p65
and Pol Il to the NLRP3 promoter were increased in both aortic
media in SHR and SHR-derived VSMCs. The HAT protein
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Figure 7 Effects of a histone acetyltransferase inhibitor curcumin on vascular remodeling in SHR. The measurements were made 2 weeks after transfection. WKY and SHR
were subjected to intragastric administration of polyethylene glycol (Veh) or curcumin (100 mg/kg/day) for 2 weeks. (a) Representative images showing EdU-positive cells
measured with Edu incorporation assay. Blue fluorescence shows cell nuclei and red fluorescence stands for cells with DNA synthesis. (b) Bar graph showing the percentage of
EdU-positive cells. (c) Relative protein expressions of PCNA. (d) Representative sections of thoracic aortas with hematoxylin-eosin staining. (e) Media thickness (m), lumen
diameter (I) and the ratio of M to L of aorta. Values are mean + S.E. *P<0.05 versus WKY; TP<0.05 versus Veh. n=6

expression and activity and the acetylation of histone H3 were
increased in SHR-derived VSMCs. Inhibition of HAT with
curcumin prevented the NFkB activation and subsequent
NLRP3 inflammasome activation, VSMC phenotypic transfor-
mation and proliferation in the VSMCs from SHR. The results
indicate that the HAT activation and the following NFkB and
NLRP3 inflammasome activation are important contributors in
the VSMC phenotypic transformation and proliferation in
hypertension. The findings were further supported by the
evidence that persistent intragastric administration of curcumin
to inhibit HAT attenuated the proliferation of vascular smooth
muscle and vascular remodeling in SHR.

Vascular remodeling in hypertension may initially be
adaptive, but eventually it becomes maladaptive and con-
tributes to the development and complications of
hypertension.®>33 VSMC phenotypic transformation is as a
major initiating factor for vascular remodeling in
hypertension.®> VSMC proliferation are closely linked with
vascular remodeling and hypertension.®* Therefore, the
therapeutical effects of NLRP3 gene silencing on vascular
remodeling and hypertension were examined in SHR. We
found that silencing of NLRP3 gene caused a moderate
depressor effect in SHR. It inhibited NLRP3 inflammasome
activation and inflammation, VSMC phenotypic transformation
and proliferation, as well as vascular remodeling in the aortas
of SHR. These results indicate that NLRP3 inflammasome
activation plays an important role in the hypertension and
vascular remodeling. NLRP3 may be a novel target for the
intervention of hypertension and vascular remodeling. A
limitation in the present study is that we cannot determine
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whether the antihypertensive effect of NLRP3 gene silencing
is secondary to the improvement of vascular remodeling.

In conclusion, NLRP3 inflammasome is a critical positive
regulator of VSMC phenotypic transformation and proliferation
in hypertension. Increased histone acetylation and subse-
quent NFkB activation in hypertension contribute to the
NLRP3 inflammasome formation and activation. NLRP3
knockdown reduces blood pressure, inhibits VSMC inflamma-
tion, phenotypic transformation and proliferation, and attenu-
ates vascular remodeling in SHR. NLRP3 inflammasome
plays an important role in hypertension and vascular
remodeling. NLRP3 may be a novel target for the intervention
of hypertension and vascular remodeling.

Materials and Methods

Male WKY and SHR aged 12 weeks (Vital River Laboratory Animali Technology Co.
Ltd, Beijing, China) were used in the present study. Experiments were approved by
the Experimental Animal Care and Use Committee of Nanjing Medical University. The
procedures were conformed to the Guide for the Care and Use of Laboratory Animal
published by the US National Institutes of Health (NIH publication, 8th edition, 2011).
Animals were housed in a temperature-controlled room with a 12-h light/dark cycle
and a free access to standard chow and tap water.

VSMC culture. Primary VSMCs were isolated from thoracic aorta of WKY and
SHR aged at 8 weeks. VSMCs were cultured in Dulbecco’s modified Eagle’s
medium (DMEM) with 10% fetal bovine serum (FBS, Hyclone, Logan, UT, USA),
penicillin (100 [U/ml) and streptomycin (100 mg/ml) at 37 °C in a 5% CO, humidified
incubator. Cells in the second to sixth passages were used, and cells at 80-90%
confluence were arrested by incubating in serum-deprived DMEM for 24 h before
intervention.*®
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Figure 8 Therapeutical effect of NLRP3 knockdown on NLRP3 inflammasome activation, phenotypic transformation, vascular remodeling and hypertension in SHR. The
measurements were made 2 weeks after transfection. (a) Relative protein expressions of NLRP3, procaspase-1, caspase-1, pro-IL-15 and IL-15. (b) Ratio of caspase-1 to
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PCNA. (e) Representative images showing EdU-positive cells measured with EdU incorporation assay. Blue fluorescence shows cell nuclei and red fluorescence stands for cells
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Immunohistochemistry. The aorta was fixed in 4% formaldehyde,
embedded in paraffin and transversely cut into 5-um sections using a cryostat
(Leica, Solms, Germany). The sections were washed three times with 0.1 M PBS
after deparaffinization, and blocked with blocking buffer (Dual Endogenous Enzyme
Block; Dako, Carpinteria, CA, USA) for 5 min. The sections were incubated with
goat primary anti-NLRP3 antibody (1:100; Abcam, Cambridge, UK) for 24 h at 4 °C,
followed by incubation with horseradish peroxidase-conjugated rabbit anti-goat IgG
for 30 min in room temperature. 3,3-Diaminobenzidine was used to develop the
positive cells in arteries. Sections were counterstained with hematoxylin, and then
covered with glass coverslips with xylene-based mounting medium.

Dual immunofluorescence. Paraffin-embedded sections were permeabi-
lized with 0.1% Triton X-100 in PBS after deparaffinization and rehydration, following
by washing with PBS three times. The sections were incubated with goat anti-
NLRP3 antibody (1:100) or rabbit anti-SM a-actin (1:50; Sigma-Aldrich, St. Louis,
MO, USA), and then secondary TRITC-conjugated goat anti-rabbit IgG (1:400) or
FITC-conjugated monkey anti-goat IgG (1:200) (Life Technologies, Gaithersburg,
MD, USA), respectively. For nuclear staining, DAPI with mounting medium
(Vector Laboratories, Inc., Burlingame, CA, USA) was used after immunofluores-
cence staining. The fluorescence signals were captured by fluorescence microscopy
(DX51; Olympus, Tokyo, Japan).

Masson’s staining and hematoxylin—eosin staining. Paraffin-
embedded sections were stained with Masson’s trichrome staining or hematox-
ylin—eosin staining under standard protocols. The images were collected using a
light microscope (BX-51; Olympus, Tokyo, Japan). The media thickness, lumen
diameter and their ratio were used as indexes of vascular remodeling.*®

Western blot analysis. Samples were homogenized in lysis buffer, and the
supernatant was extracted for the measurement of total protein with a protein assay
kit (BCA; Pierce, Santa Cruz, CA, USA). Equal amounts of total protein were
separated in SDS-PAGE, and transferred to PVDF membranes in Trisglycine
methanol buffer. The bands were visualized using the enhanced chemiluminescent.
The primary antibodies against NLRP3, ASC, OPN, PCNA and pro-IL-1/ were
purchased from Abcam. Antibody against IL-1 was obtained from Proteintech
(Wuhan, Hubei, China). Antibodies against H3K9ac, H3 a-SMA, SM22«, GAPDH,
p65-NF«xB and Lamin B1 were obtained from Cell Signaling Technology (Beverly,
MA, USA). Caspase-1 antibody which show caspase-1 at 10 kDa and procaspase-1
at 45 kDa as well as the antibodies against CBP and p300 were purchased from
Santa Cruz Biotechnology (Santa Cruz, CA, USA).

Real-time PCR. Total RNA was separated with a using Trizol reagent (Life
Technologies) according to the manufacturer's protocols. Reverse transcriptase
reactions were performed using the PrimeScript RT reagent Kit according to the
manufacturer’s instruction. Real-time PCR was performed using Quantitative PCR
with SYBR Premix Ex Taq (Takara, Otsu, Shiga, Japan) and ABI PRISM 7500
sequence detection PCR system.®” The mRNA expression was calculated using the
comparative cycle threshold (Ct) method where the relative quantization of target
transcript levels was determined by subtracting Ct values of target genes from Ct
values of GAPDH. The sequences of primers are listed in the supplementary tables
(Supplementary Table S1).

Intragastric administration of curcumin. WKY and SHR aged at
12 weeks were subjected to intragastric administration of polyethylene glycol
(vehicle) or curcumin 100 mg/kg/day for 2 weeks as previous report.%®

Ad-NLRP3-shRNA transfections in VSMCs and rats. Recombinant
adenovirus harboring shRNA against NLRP3 (Ad-NLRP3-shRNA) and scrambled
shRNA were commercially constructed by CayGene Technology (Shanghai, China).
The targeted sequence for NLRP3 and the negative control sequence were reported
previously.® For in vitro studies, VSMCs were subcultured in six-well plates and
transfected with adenovirus-mediated shRNA against NLRP3 or scrambled shRNA
(1x10® PFU/mI) for 48 h. For in vivo studies, WKY and SHR aged at 12 weeks were
subjected to receive 1 x 10" plague-forming units of an adenovirus carrying NLRP3
shRNA or scrambled shRNA via the tail vein, respectively. Final experiments were
performed 4 weeks after intervention.

VSMCs proliferation assay. VSMC proliferation was evaluated using Cell
counting kit-8 kits (CCK-8; Beyotime Institute of Biotechnology, Shanghai, China)
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according to the manufacturer’s instructions.*® The absorbance was conducted at
450 nm using a microplate reader (ELX800; BioTek, Winooski, VT, USA).

EdU incorporation assay in VSMCs. VSMC proliferation was further
evaluated with EdU incorporation assay with In Vitro Imaging Kit (Guangzhou
RiboBio, Guangzhou, China). The DNA synthesis of VSMCs was measured using a
Cell-Light EdU Apollo488. The EdU-positive cells were counted and normalized by
the total number of Hoechst 33342-stained cells.*°

EdU staining in aorta sections of rats. Intraperitoneal injection of EdU at
a dose of 100 mg/kg was carried out 72 h before the thoracic aorta was harvested
as previously described.*! The tissues were fixed in 4% formaldehyde, embedded in
paraffin and transversely cut into 5-um sections using a cryostat (Leica). The EdU
staining for thoracic aorta was performed using Cell-Light EdU Kit (Guangzhou
RiboBio), according to the manufacturers protocols.*"*?  Paraffin-embedded
sections were rinsed in 2 mg/ml glycine solution for 10 min after deparaffinization
and rehydration, and the sections were then permeabilized with permeablizing with
0.5% Triton X-100 in PBS for 10 min. The 1xApollo reaction buffer liquid was
added and incubated at 37 °C for 30 min in a dark place. The incubated sections
were washed twice with PBS for 10 min each rinse. Hoechst 33342 was used to
label nucleus for 30 min without light. The EdU-positive cells were observed and
photographed under a fluorescent microscope (DX51; Olympus), and quantified by
counting six randomly chosen high-power fields and normalized by the total number
of Hoechst 33342 = stained cells.

Reporter gene transfection and luciferase activity assay. VSMCs
were cultured on a 35 mm dish prior to transfection; the confluent cells were
cotransfected with firefly luciferase reporter of NFxB containing a TA promoter
(1.0 g, pNF_BTA-luc, Beyotime Biotechnology) along with the Renilla luciferase
reporter (0.1 ug, Promega Co., Madison, WI, USA) for 6 h by using Lipofectamine
2000 (Invitrogen, Carlsbad, CA, USA) according to the manufacturer’s instructions.
The firefly luciferase activity was measured using a dual luciferase reported gene
assay kit (Beyotime Biotechnology) 24 h after transfection.*®

Caspase-1 activity assay. The caspase-1 activity was determined with a
commercial kit according to the manufacturer’s description.** In short, the standard
product p-nitroaniline (pNA) was diluted into various concentrations to obtain a
standard curve. The Iytic cytosolic protein was added into acetyl-Tyr-Val-Ala-Asp p-
nitroaniline (Ac-YVAD-pNA), and incubated for 2 h at 37 °C. The absorbance was
conducted at 450 nm using a microplate reader. The production of pNA in each
sample was indicated for caspase-1 activation. The results were defined as the
relative value to the control.

HAT activity assay. HAT activity was detected with a HAT assay kit (Sigma-
Aldrich) as previously report.* In brief, the immunocomplexes was added into HAT
Assay Buffer, HAT Substrate |, HAT Substrate Il and NADH Generating Enzyme,
respectively. The mixtures were mixed by gently pipetting and incubated at 37 °C for
3 h. The collected supernatant from each sample was transferred to a 96-well plate
and optical density was measured at 440 nm. HAT activity was expressed as the
mean of the optical density, and normalized to the control.

Enzyme-linked immunosorbent assay. IL-143 levels were determined
using a commercial ELISA kit (Boster Biological Technology, Wuhan, China)
according to the manufacturer's protocols as previously described.“® Optical density
was read at 450 nm using a Microplate Reader (STNERGY/H4; BioTek).

Chromatin immunoprecipitation. ChiP was conducted as described
previously.*”*8 Briefly, the cells or tissues were crosslinked with 1% formaldehyde
for 10 min, and stopped with 125 mM glycine. Then, the samples were washed,
scraped and collected. The pellets was lysed in lysis buffer (150 mM NaCl, 25 mM
Tris pH 7.5, 1% Triton X-100, 0.1% SDS, 0.5% deoxycholate) supplemented with
protease inhibitors. The aliquots of lysates in each chromatin solution underwent
immunoprecipitation with anti-Pol Il or anti-p65 antibody (Santa Cruz Biotechnol-
ogy). Anti-acetyl histone H3, (Millipore, Darmstadt, Germany) or pre-immune IgG
overnight at 4 °C. For re-ChIP, immunoprecipitated genomic DNA (gDNA) was
eluted with the elution buffer (1% SDS, 100 mM NaCOs), diluted with the re-ChIP
buffer (1% Triton X-100, 2mM EDTA, 150 mM NaCl, 20 mM Tris pH 8.1). A
quantitative PCR assay was implemented on the precipitated genomic DNA with
primers specific for the NFxB and Pol I binding site upstream of the transcriptional



start site of NLRP3 and normalized against total input genomic DNA. The primer
sequences (sense 5-GCTGCAACAGTAATGATGGTGA-3' and antisense 5'-
TCAAAGCCCTAGACC

AAGACT-3') spanning the predicted consensuselements of NF-xB-binding
motif within the NLRP3 promoter (—594 to — 293 upstream of the transcription
start site) was designed with the aid of the programs TESS (available at http:/www.
cbil.upenn.edu/tess) and TFSEARCH (available at http://mbs.cbrc.jp/research/db/
TFSEARCH.html).

Construction of NLRP3 luciferase reporter plasmids, transfec-
tion and assay. NLRP3 promoter constructs harboring serial deletions were
constructed to demarcate the region on NLRP3 promoter where NLRP3 exerts its
actions in VSMCs in hypertension. The full-length promoter region of the NLRP3
gene from —2995 bp to the transcription start site, and other NLRP3 promoter
fragments from — 2995 to — 1498, — 1497 to — 1, —895t0o — 1, —594 to — 1, and
—293 to —1 were amplified by PCR and were cloned into the pGL3 luciferase
vector (Promega). The NLRP3 promoter luciferase vector and its deletion mutants
were cotransfected with lipofectamine 2000 transfection reagent (Invitrogen). The
firefly luciferase activity was measured using a dual luciferase reported gene assay
kits (Beyotime) 24 h after transfection.*®

Statistical analysis. Comparisons between two groups were made by
Student's ttest. ANOVA followed by post hoc Bonferroni test was used when
multiple comparisons were made. All data were expressed as mean + S.E. A value
of P<0.05 was considered statistically significant.

Conflict of Interest
The authors declare no conflict of interest.

Acknowledgements. We thank the generous support of the Collaborative
Innovation Center for Cardiovascular Disease Translational Medicine. This study was
supported by National Natural Science Foundation of China (91639105, 31571167
and 91439120).

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in published maps
and institutional affiliations.

. Lu'Y, Zhang L, Liao X, Sangwung P, Prosdocimo DA, Zhou G et al. Kruppel-like factor 15 is
critical for vascular inflammation. J Clin Invest 2013; 123: 4232-4241.

. Chiong M, Cartes-Saavedra B, Norambuena-Soto |, Mondaca-Ruff D, Morales PE,
Garcia-Miguel M et al. Mitochondrial metabolism and the control of vascular smooth muscle
cell proliferation. Front Cell Dev Biol 2014; 2: 72.

. Shi N, Chen SY. Mechanisms simultaneously regulate smooth muscle proliferation and
differentiation. J Biomed Res 2014; 28: 40-46.

. Campbell GR, Campbell JH. Smooth muscle phenotypic changes in arterial wall
homeostasis: implications for the pathogenesis of atherosclerosis. Exp Mol Pathol 1985; 42:
139-162.

. Siti HN, Kamisah Y, Kamsiah J. The role of oxidative stress, antioxidants and vascular
inflammation in cardiovascular disease (a review). Vasc Pharmacol 2015; 71: 40-56.

. Meijles DN, Pagano PJ. Nox and inflammation in the vascular adventitia. Hypertension 2016;
67: 14-19.

. Zhuo JL. SH2B3 (LNK) as a novel link of immune signaling, inflammation, and hypertension
in Dahl salt-sensitive hypertensive rats. Hypertension 2015; 65: 989-990.

. Mian MO, Paradis P, Schiffrin EL. Innate immunity in hypertension. Curr Hypertens Rep
2014; 16: 413.

. Caillon A, Schiffrin EL. Role of inflammation and immunity in hypertension: recent
epidemiological, laboratory, and clinical evidence. Curr Hypertens Rep 2016; 18: 21.

10. Kang TB, Yang SH, Toth B, Kovalenko A, Wallach D. Activation of the NLRP3 inflammasome

by proteins that signal for necroptosis. Methods Enzymol 2014; 545: 67-81.

11. Shao BZ, Xu ZQ, Han BZ, Su DF, Liu C. NLRP3 inflammasome and its inhibitors: a review.
Front Pharmacol 2015; 6: 262.

12. Guo H, Callaway JB, Ting JP. Inflammasomes: mechanism of action, role in disease, and
therapeutics. Nat Med 2015; 21: 677-687.

13. Yi H, Peng R, Zhang LY, Sun Y, Peng HM, Liu HD et al. LincRNA-Gm4419 knockdown
ameliorates NF-kappaB/NLRP3 inflammasome-mediated inflammation in diabetic nephro-
pathy. Cell Death Dis 2017; 8: €2583.

14. Krishnan SM, Sobey CG, Latz E, Mansell A, Drummond GR. IL-1p and IL-18: inflammatory

markers or mediators of hypertension? Br J Pharmacol 2014; 171: 5589-5602.

n

w

I

o

o

~

oo

©

NLRP3 inflammasome and vascular remodeling
H-J Sun et al

15. Chen X, Shi X, Zhang X, Lei H, Long S, Su H et al. Scutellarin attenuates hypertension-
induced expression of brain Toll-like receptor 4/nuclear factor kappa B. Mediators Inflamm
2013; 2013: 432623.

16. Lai YM, Fukuda N, Su JZ, Suzuki R, lkeda Y, Takagi H et al. Novel mechanisms of the
antiproliferative effects of amlodipine in vascular smooth muscle cells from spontaneously
hypertensive rats. Hypertens Res 2002; 25: 109-115.

17. Marchesi C, Paradis P, Schiffrin EL. Role of the renin-angiotensin system in vascular
inflammation. Trends Pharmacol Sci 2008; 29: 367-374.

18. Escobar J, Pereda J, Lopez-Rodas G, Sastre J. Redox signaling and histone acetylation in
acute pancreatitis. Free Radic Biol Med 2012; 52: 819-837.

19. Chiba T, Itoh T, Tabuchi M, Nakazawa T, Satou T. Interleukin-1beta accelerates the onset of
stroke in stroke-prone spontaneously hypertensive rats. Mediators Inflamm2012; 2012: 701976.

20. Bivol LM, Berge RK, Iversen BM. Tetradecylthioacetic acid prevents the inflammatory
response in two-kidney, one-clip hypertension. Am J Physiol Regul Integr Comp Physiol
2008; 294: R438-R447.

21. Yoon J, Ryoo S. Arginase inhibition reduces interleukin-1beta-stimulated vascular smooth
muscle cell proliferation by increasing nitric oxide synthase-dependent nitric oxide
production. Biochem Biophys Res Commun 2013; 435: 428-433.

22. vis-Dusenbery BN, Wu C, Hata A. Micromanaging vascular smooth muscle cell differentiation
and phenotypic modulation. Arterioscler Thromb Vasc Biol 2011; 31: 2370-2377.

28. Liu YG, Chen JK, Zhang ZT, Ma XJ, Chen YC, Du XM et al. NLRP3 inflammasome activation
mediates radiation-induced pyroptosis in bone marrow-derived macrophages. Cell Death Dis
2017; 8: e2579.

24. Yang J, Zhao Y, Zhang P, Li Y, Yang Y, Yang Y et al. Hemorrhagic shock primes for lung
vascular endothelial cell pyroptosis: role in pulmonary inflammation following LPS. Cell Death
Dis 2016; 7: €2363.

25. Elliott El, Sutterwala FS. Initiation and perpetuation of NLRP3 inflammasome activation and
assembly. Immunol Rev 2015; 265: 35-52.

26. He Y, Hara H, Nunez G. Mechanism and regulation of NLRP3 inflammasome activation.
Trends Biochem Sci 2016; 41: 1012-1021.

27. WenY, LiuY, Tang T, Lv L, Liu H, MaK et al. NLRP3 inflammasome activation is involved in
Ang ll-induced kidney damage via mitochondrial dysfunction. Oncotarget 2016; 7:
54290-54302.

28. Boaru SG, Borkham-Kamphorst E, Van de Leur E, Lehnen E, Liedtke C, Weiskirchen R.
NLRP3 inflammasome expression is driven by NF-kappaB in cultured hepatocytes. Biochem
Biophys Res Commun 2015; 458: 700-706.

29. Shimogaki S, Ito S, Komatsu S, Koike R, Miyasaka N, Umezawa K et al. Inhibition of the NF-
kappaB pathway as a candidate therapeutic strategy for cryopyrin-associated periodic
syndrome. Mod Rheumatol 2014; 24: 517-524.

30. AzahriNS, DiBartolo BA, Khachigian LM, Kavurma MM. Sp1, acetylated histone-3 and p300
regulate TRAIL transcription: mechanisms of PDGF-BB-mediated VSMC proliferation and
migration. J Cell Biochem 2012; 113: 2597-2606.

31. Federman N, de IF V, Zalcman G, Corbi N, Onori A, Passananti C et al. Nuclear factor
kappaB-dependent histone acetylation is specifically involved in persistent forms of memory.
J Neurosci 2013; 33: 7603-7614.

32. Mitchell GF. Arterial stiffness and hypertension: chicken or egg? Hypertension 2014; 64:
210-214.

33. Wang M, Kim SH, Monticone RE, Lakatta EG. Matrix metalloproteinases promote arterial
remodeling in aging, hypertension, and atherosclerosis. Hypertension 2015; 65: 698-703.

34. Rizzoni D, Agabiti RE. Small artery remodeling in hypertension and diabetes. Curr
Hypertens Rep 2006; 8: 90-95.

35. Zhang L, Xie P, Wang J, Yang Q, Fang C, Zhou S et al. Impaired peroxisome proliferator-
activated receptor-gamma contributes to phenotypic modulation of vascular smooth muscle
cells during hypertension. J Biol Chem 2010; 285: 13666—-13677.

36. Fan ZD, Zhang L, Shi Z, Gan XB, Gao XY, Zhu GQ. Artificial microRNA interference
targeting AT1a receptors in paraventricular nucleus attenuates hypertension in rats. Gene
Ther 2012; 19: 810-817.

37. Zhao MX, Zhou B, Ling L, Xiong XQ, Zhang F, Chen Q et al. Salusin-beta contributes to
oxidative stress and inflammation in diabetic cardiomyopathy. Cell Death Dis 2017; 8: €2690.

38. Boonla O, Kukongviriyapan U, Pakdeechote P, Kukongviriyapan V, Pannangpetch P,
Prachaney P et al. Curcumin improves endothelial dysfunction and vascular remodeling in
2K-1C hypertensive rats by raising nitric oxide availability and reducing oxidative stress.
Nitric Oxide 2014; 42: 44-53.

39. Wu'Y, Ren J, Zhou B, Ding C, Chen J, Wang G et al. Gene silencing of non-obese diabetic
receptor family (NLRP3) protects against the sepsis-induced hyper-bile acidaemia in a
rat model. Clin Exp Immunol 2015; 179: 277-293.

40. Sun HJ, Liu TY, Zhang F, Xiong XQ, Wang JJ, Chen Q et al. Salusin-beta contributes to
vascular remodeling associated with hypertension via promoting vascular smooth muscle
cell proliferation and vascular fibrosis. Biochim Biophys Acta 2015; 1852: 1709-1718.

41, Sun H, Chen L, Zhou W, Hu L, Li L, Tu Q et al. The protective role of hydrogen-rich saline in
experimental liver injury in mice. J Hepatol 2011; 54: 471-480.

42. Guo J, Li D, Bai S, Xu T, Zhou Z, Zhang Y. Detecting DNA synthesis of neointimal formation
after catheter balloon injury in GK and in Wistar rats: using 5-ethynyl-2'-deoxyuridine.
Cardiovasc Diabetol 2012; 11: 150.

43. Song ZB, Bao YL, Zhang Y, Mi XG, Wu P, Wu Y et al. Testes-specific protease 50 (TSP50)
promotes cell proliferation through the activation of the nuclear factor kappaB (NF-kappaB)
signalling pathway. Biochem J 2011; 436: 457-467.

Cell Death and Disease


http://www.cbil.upenn.edu/tess
http://www.cbil.upenn.edu/tess
http://mbs.cbrc.jp/research/db/TFSEARCH.html
http://mbs.cbrc.jp/research/db/TFSEARCH.html

NLRP3 inflammasome and vascular remodeling
H-J Sun et al

44,

45.

46.

47.

48.

49.

LuoB, LiB, Wang W, Liu X, Xia Y, Zhang C et al. NLRP3 gene silencing ameliorates diabetic
cardiomyopathy in a type 2 diabetes rat model. PLoS ONE 2014; 9: e104771.
WuY,MasS, XiaY, LuY, Xiao S, Cao Y et al. Loss of GCN5 leads to increased neuronal
apoptosis by upregulating. Cell Death Dis 2017; 8: 2570.

Bao MH, Li JM, Luo HQ, Tang L, Lv QL, Li GY et al. NF-kappaB-regulated miR-99a
modulates endothelial cell inflammation. Mediators Inflamm 2016; 2016: 5308170.

Sun HJ, Zhao MX, Ren XS, Liu TY, Chen Q, Li YH et al. Salusin-beta promotes vascular
smooth muscle cell migration and intimal hyperplasia after vascular injury via ROS/
NFkappaB/MMP-9 pathway. Antioxid Redox Signal 2016; 24: 1045-1057.

Sun HJ, Zhao MX, Liu TY, Ren XS, Chen Q, Li YH et al. Salusin-beta induces foam cell
formation and monocyte adhesion in human vascular smooth muscle cells via miR155/
NOX2/NFkappaB pathway. Sci Rep 2016; 6: 23596.

Gao X, Wang Q, Li W, Yang B, Song H, Ju W et al. Identification of nucleolar and coiled-body
phosphoprotein 1 (NOLC1) minimal promoter regulated by NF-kappaB and CREB. BMB Rep
2011; 44: 70-75.

Cell Death and Disease is an open-access journal

published by Nature Publishing Group. This work is
licensed under a Creative Commons Attribution 4.0 International
License. The images or other third party material in this article are
included in the article’s Creative Commons license, unless indicated
otherwise in the credit line; if the material is not included under the
Creative Commons license, users will need to obtain permission from
the license holder to reproduce the material. To view a copy of this
license, visit http://creativecommons.org/licenses/by/4.0/

© The Author(s) 2017

Supplementary Information accompanies this paper on Cell Death and Disease website (http://www.nature.com/cddis)

Cell Death and Disease


http://creativecommons.org/licenses/by/4.0/

	title_link
	Results
	NLRP3 inflammasome activation and phenotypic transformation in rat
	Effects of NLRP3 knockdown in VSMCs

	Figure 1 NLRP3 inflammasome activation and phenotypic transformation in the aortic media of WKY and SHR.
	Analysis of promoter region of NLRP3 in VSMCs
	NF&#x003BA;B signaling in VSMCs

	Figure 2 Effects of NLRP3 knockdown on NLRP3 inflammasome activation, phenotypic transformation and proliferation in VSMCs from aortas of WKY and SHR.
	Histone acetylation in VSMCs
	Histone acetylation, NF&#x003BA;B-p65 expression and NLRP3 promoter complexes in rats
	Effects of HAT inhibition on vascular remodeling in SHR

	Figure 3 Identification of the region of NLRP3 promoter for NLRP3 induction and evaluation of the expression and activity of NF&#x003BA;B in hypertension.
	Effects of NLRP3 gene silencing on vascular remodeling in SHR

	Figure 4 Effects of a NF&#x003BA;B inhibitor BAY11-7082 (10&znbsp;&#x003BC;M for 48&znbsp;h) on NLRP3 inflammasome activation, phenotypic transformation and proliferation in VSMCs from aortas of WKY and SHR.
	Discussion
	Figure 5 Roles of histone acetylation in NF&#x003BA;B and NLRP3 activation in VSMCs from aortas of WKY and SHR.
	Figure 6 Effects of a histone acetyltransferase inhibitor curcumin (20&znbsp;&#x003BC;M for 48&znbsp;h) on NLRP3 inflammasome activation, phenotypic transformation and proliferation in VSMCs from aortas of WKY and SHR.
	Materials and Methods
	VSMC culture

	Figure 7 Effects of a histone acetyltransferase inhibitor curcumin on vascular remodeling in SHR.
	Figure 8 Therapeutical effect of NLRP3 knockdown on NLRP3 inflammasome activation, phenotypic transformation, vascular remodeling and hypertension in SHR.
	Immunohistochemistry
	Dual immunofluorescence
	Masson&#x02019;s staining and hematoxylin&#x02013;eosin staining
	Western blot analysis
	Real-time PCR
	Intragastric administration of curcumin
	Ad-NLRP3-shRNA transfections in VSMCs and rats
	VSMCs proliferation assay
	EdU incorporation assay in VSMCs
	EdU staining in aorta sections of rats
	Reporter gene transfection and luciferase activity assay
	Caspase-1 activity assay
	HAT activity assay
	Enzyme-linked immunosorbent assay
	Chromatin immunoprecipitation
	Construction of NLRP3 luciferase reporter plasmids, transfection and assay
	Statistical analysis
	We thank the generous support of the Collaborative Innovation Center for Cardiovascular Disease Translational Medicine. This study was supported by National Natural Science Foundation of China (91639105, 31571167 and 91439120).Supplementary Information ac

	ACKNOWLEDGEMENTS
	Springer Nature remains neutral with regard to jurisdictional claims in published maps and institutional affiliations.Lu Y, Zhang L, Liao X, Sangwung P, Prosdocimo DA, Zhou G  Kruppel-like factor 15 is critical for vascular inflammation. J Clin Invest 201



 
    
       
          application/pdf
          
             
                NLRP3 inflammasome activation contributes to VSMC phenotypic transformation and proliferation in hypertension
            
         
          
             
                Cell Death and Disease ,  (2017). doi:10.1038/cddis.2017.470
            
         
          
             
                Hai-Jian Sun
                Xing-Sheng Ren
                Xiao-Qing Xiong
                Yun-Zhi Chen
                Ming-Xia Zhao
                Jue-Jin Wang
                Ye-Bo Zhou
                Ying Han
                Qi Chen
                Yue-Hua Li
                Yu-Ming Kang
                Guo-Qing Zhu
            
         
          doi:10.1038/cddis.2017.470
          
             
                Nature Publishing Group
            
         
          
             
                © 2017 Nature Publishing Group
            
         
      
       
          
      
       
          © 2017 Official journal of the Cell Death Differentiation Association
          10.1038/cddis.2017.470
          2041-4889
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/cddis.2017.470
            
         
      
       
          
          
          
             
                doi:10.1038/cddis.2017.470
            
         
          
             
                cddis ,  (2017). doi:10.1038/cddis.2017.470
            
         
          
          
      
       
       
          True
      
   




