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Supplementary Figure 1:  
Overview of available Pseudomonas genome sequences analyzed in this 
study arranged per species.  
 
 
  



Supplementary Table 2:   
Comparison between the de-novo annotation and the original annotation.  Date 
refers to the deposition date of the genome sequence in the NCBI database as 

retrieved from https://www.ncbi.nlm.nih.gov/. #Genes, #Domains, #GO and #ECs 

indicate the difference between the total number of genes, protein domains, GO 

terms and EC numbers between the de-novo and the original annotation, 

respectively. 
 

Organism	 Date	 #Gen
es	

#Domains	 #Go	 #ECs	

Pseudomonas_aeruginosa_PAO1	 16/05/00	 109	 4	 17	 2	
Pseudomonas_putida_KT2440	 08/04/02	 244	 14	 94	 4	
Pseudomonas_syringae_pv__tomato_str__D
C3000	

25/03/03	 245	 2	 38	 1	

Pseudomonas_putida_ND6	 20/05/03	 -682	 -2	 31	 1	
Pseudomonas_syringae_pv__phaseolicola_1
448A	

04/03/04	 407	 4	 50	 2	

Pseudomonas_syringae_pv__syringae_B728
a	

04/05/05	 118	 -1	 -2	 1	

Pseudomonas_protegens_Pf_5	 13/05/05	 168	 24	 1	 0	
Pseudomonas_fluorescens_Pf0_1	 08/08/05	 17	 1	 -25	 0	
Pseudomonas_fluorescens_SBW25	 09/01/06	 109	 2	 20	 0	
Pseudomonas_entomophila_L48	 27/01/06	 -61	 6	 -7	 2	
Pseudomonas_stutzeri_A1501	 03/04/06	 49	 5	 41	 -1	
Pseudomonas_aeruginosa_UCBPP_PA14	 18/08/06	 16	 -3	 0	 0	
Pseudomonas_aeruginosa_PA7	 06/09/06	 -255	 -1	 0	 0	
Pseudomonas_mendocina_ymp	 17/04/07	 39	 -1	 11	 0	
Pseudomonas_putida_F1	 25/05/07	 45	 -1	 -7	 1	
Pseudomonas_putida_GB_1	 24/01/08	 37	 1	 -6	 0	
Pseudomonas_putida_W619	 21/02/08	 55	 4	 -7	 0	
Pseudomonas_aeruginosa_LESB58	 02/09/08	 134	 4	 34	 0	
Pseudomonas_putida_BIRD_1	 18/10/10	 191	 5	 46	 0	
Pseudomonas_mendocina_NK_01	 01/01/11	 50	 2	 28	 2	
Pseudomonas_aeruginosa_M18	 18/01/11	 87	 4	 -6	 2	
Pseudomonas_brassicacearum_subsp…NFM
421	

11/03/11	 -39	 3	 -3	 0	

Pseudomonas_stutzeri_DSM_4166	 29/03/11	 33	 3	 28	 2	
Pseudomonas_fulva_12_X	 29/04/11	 2	 -13	 0	 0	
Pseudomonas_stutzeri_ATCC_17588___LMG
_11199	

22/06/11	 -20	 2	 28	 0	

Pseudomonas_putida_S16	 28/06/11	 249	 0	 41	 0	
Pseudomonas_fluorescens_A506	 09/09/11	 102	 2	 11	 0	
Pseudomonas_stutzeri_RCH2	 05/10/11	 39	 0	 6	 0	
Pseudomonas_aeruginosa_DK2	 22/11/11	 -12	 2	 -2	 2	



Pseudomonas_fluorescens_F113	 22/11/11	 183	 4	 12	 0	
Pseudomonas_protegens_CHA0	 08/12/11	 26	 7	 37	 1	
Pseudomonas_fluorescens_R124	 05/03/12	 0	 0	 0	 0	
Pseudomonas_aeruginosa_NCGM2_S1	 10/04/12	 -42	 3	 50	 1	
Pseudomonas_stutzeri_CCUG_29243	 11/06/12	 56	 0	 -9	 0	
Pseudomonas_putida_DOT_T1E	 04/07/12	 29	 47	 0	 0	
Pseudomonas_stutzeri_DSM_10701	 10/07/12	 23	 0	 13	 0	
Pseudomonas_putida_HB3267	 23/07/12	 39	 0	 -5	 1	
Pseudomonas_sp__UW4	 17/09/12	 70	 -5	 0	 0	
Pseudomonas_sp__VLB120	 26/11/12	 53	 4	 1	 0	
Pseudomonas_aeruginosa_PA1	 25/12/12	 182	 5	 106	 0	
Pseudomonas_aeruginosa_PA1R	 25/12/12	 179	 5	 107	 0	
Pseudomonas_poae_RE_1_1_14	 11/01/13	 2	 0	 -22	 0	
Pseudomonas_denitrificans_ATCC_13867	 15/02/13	 5	 3	 -2	 2	
Pseudomonas_aeruginosa_B136_33	 09/04/13	 -10	 -2	 -19	 0	
Pseudomonas_putida_H8234	 06/05/13	 33	 5	 31	 0	
Pseudomonas_resinovorans_NBRC_106553	 04/06/13	 -105	 1	 -22	 0	
Pseudomonas_putida_NBRC_14164	 14/06/13	 -14	 0	 -1	 0	
Pseudomonas_aeruginosa_RP73	 17/06/13	 42	 1	 16	 1	
Pseudomonas_chloritidismutans_AW_1	 22/07/13	 0	 4	 31	 1	
Pseudomonas_aeruginosa_PAO581	 14/08/13	 36	 2	 2	 1	
Pseudomonas_aeruginosa_c7447m	 05/09/13	 32	 -2	 3	 0	
Pseudomonas_aeruginosa_PAO1_VE13	 22/10/13	 11	 1	 4	 0	
Pseudomonas_sp__TKP	 14/11/13	 -50	 0	 -23	 0	
Pseudomonas_aeruginosa_MTB_1	 27/11/13	 -1	 -21	 1	 0	
Pseudomonas_aeruginosa_SCV20265	 02/12/13	 -109	 3	 39	 0	
Pseudomonas_aeruginosa_LES431	 03/12/13	 42	 4	 5	 0	
Pseudomonas_monteilii_SB3078	 11/12/13	 23	 3	 12	 0	
Pseudomonas_monteilii_SB3101	 11/12/13	 24	 2	 11	 1	

 

 
 
 
 
 
 
 
 
 















 

Supplementary Figure 3:  
Pan-genome tree for 432 Pseudomonas genomes based on protein domains. 

A  binarized matrix indicating presence-absence of protein domains for each 

considered genome was obtained. The hierarchical tree was constructed using as 

input a Manhattan distance matrix derived from this matrix 
 



 
Supplementary Figure 4:  
A comparison of gene persistence and essentiality for P. aeruginosa PAO1 
and P. aeruginosa PA14. PA14 ess: refers to genes found to be essential for 

growth of P. aeruginosa PA14 on LB (see Liberati et al 2006 PNAS); PAO1 
ess:  genes found to be essential for growth of  P. aeruginosa  on either LB, minimal 

medium with pyruvate addition  or sputum agar (see Lee et al 2015 PNAS).  PA14 
pers and PAO1 pers indicate genes that are present P. aeruginosa PA14 and PAO1 

respectively and have a high (>0.95) persistence in the Pseudomonas genus.  
  



 

  



Supplementary Data 6: Models and the code used to analyze the six metabolic models.  

 


