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Supplementary Figure 4: L-type calcium channels are commonly expressed in cancer patient samples
A: cBioPortal analysis displaying the frequency of genetic alteration(s) (mutation, deletion, amplification) in at least one of the 
genes encoding the L-type calcium channel α1 subunit (CACNA1C, CACNA1D, CACNA1F, CACNA1S) in various publicly available 
datasets. B: Effect of genetic alteration(s) in at least one the genes encoding the L-type calcium channel α1 subunit (CACNA1C, 
CACNA1D, CACNA1F, CACNA1S) on breast cancer patient survival (Breast Invasive Carcinoma dataset (TCGA, Cell 2015)). C:  
Effect of genetic alteration(s) in CACNA1C, CACNA1D, CACNA1S on breast cancer patient survival (Breast Invasive Carcinoma 
dataset (TCGA, Cell 2015)). D:  Effect of genetic alteration(s) in CACNA1D on breast cancer patient survival (Breast Invasive 
Carcinoma dataset (TCGA, Cell 2015)). E: Relative CACNA1D, CACNA1S, CACNA1C and CACNA1F gene expression in healthy 
breast or in breast tissue obtained from patients diagnosed with various types of breast cancer (IST Online database; 
Medisapiens Ltd).





















Supplementary Table 1

Cases with Alteration(s) in Query
Gene(s)

Cases without Alteration(s) in Query
Gene(s)

Query Gene(s)
#total
cases

#cases
deceased

median
months
survival

#total
cases

#cases
deceased

median
months
survival

Logrank
Test P-
Value

CACNA1C 79 10 114.72 871 101 113.73 0.992

CACNA1D 57 8 58.84 893 103 114.72 0.016

CACNA1F 58 6 NA 892 105 114.06 0.467

CACNA1S 121 16 100.62 829 95 114.72 0.148

CACNA1C, CACNA1D 129 18 114.06 821 93 122.8 0.115

CACNA1C, CACNA1F 126 15 114.72 824 96 113.73 0.817

CACNA1C, CACNA1S 189 26 102.69 761 85 129.47 0.0651

CACNA1D, CACNA1F 108 12 102.69 842 99 114.72 0.673

CACNA1D, CACNA1S 169 22 100.62 781 89 122.8 0.0247

CACNA1F, CACNA1S 169 20 102.69 781 91 114.72 0.436

CACNA1C, CACNA1D, CACNA1F 172 21 114.06 778 90 122.8 0.506

CACNA1C, CACNA1D, CACNA1S 231 32 100.62 719 79 129.47 0.00938

CACNA1D, CACNA1F, CACNA1S 212 25 100.62 738 86 122.8 0.172

CACNA1C, CACNA1D, CACNA1F, 
CACNA1S

267 34 102.69 683 77 129.47 0.0486

Supplementary Table 2: Compounds used in this study

Compound name Alternative name Provider Target Concentration used

Cilnidipine / Selleckchem S1293 L-type calcium 
channel blocker

10 μM

Manidipine dichloride / Selleckchem S2482 L-type calcium 
channel blocker

10 μM

Felodipine / Selleckchem S1885, F9677 
Sigma

L-type calcium 
channel blocker

as indicated

Amlodipine besylate / Selleckchem S1813, A5605 
Sigma

L-type calcium 
channel blocker

as indicated

Zonisamide / Selleckchem S1445 sodium channel and 
T-type calcium 
channel blocker

10 μM

Bumetanide / Selleckchem S1287 sodium channel 
blocker 

10 μM

Carbamazepine / Selleckchem S1693 sodium channel 
blocker 

10 μM

LY294002 / Selleckchem S1105 PI3K inhibitor 10 μM

( S ) - (-) - Bay K8644 / Sigma B133 L-type calcium 
channel activator

1 μM

Rap1 inhibitor GGTI 298 trifluoroacetate 
salt hydrate 

G5169 Sigma geranylgeranyltransfe
rase I (GGTase I) 
inhibitor

10 μM

FAK inhibitor 14 / R&D Systems 3414 FAK inhibitor 10 μM

PP2 / Selleckchem S7008 Src family kinase 
inhibitor

10 μM

PP3 / Abcam ab120617 Negative control for 
PP2

10 μM

CaMKII Inhibitor XII / Merck Millipore 208923 CaMKII inhibitor 10 μM

Cyclosporin A / 30024 Sigma calcineurin inhibitor 1 μM



Enzastaurin / Selleckchem S1055 PKC inhibitor 1 μM

Sotrastaurin / Selleckchem S2791 PKC inhibitor 1 μM

Calpain inhibitor III MDL 28170 M6690 Sigma Calpain inhibitor 10 μM

DPI Diphenyleneiodonium 
chloride

D2926 Sigma inhibitor of nitric oxide
synthetase

10 μM

L-NMMA NG-Methyl-The-arginine 
acetate salt

M7033 Sigma inhibitor of nitric oxide
synthetase

10 μM

Calcimycin A23187  C7522 Sigma Calcium Ionophore 10 μM


