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Legend to additional file 6: 

For each gene, the Ct values deriving from each qPCR experiment were plotted to assess the 

corresponding trend in all examined tissues. Every assay is depicted with a different colour. The 

starred assays are the one taken for the analysis. Tissue legend: 1: Bladder; 2: Brain; 3: Breast; 4: 

CD34+; 5: Colon; 6: Fetal Brain; 7: Fetal Liver; 8: Kidney; 9: Liver; 10: Lung; 11: Melanocytes; 

12: Ovary; 13: Pancreas; 14: Placenta; 15: Prostate; 16: Spleen; 17: Stomach; 18: Testis; 19: 

Thymus; 20: Thyroid; 21: Uterus. 




